Making SVG images and Session Files

· Download the  file ‘session resources’ from the CellML model repository
Session file:

· Open CellML file in OpenCell

· Set time parameters and choose elements to plot on x and y axes

· Press ‘Intergrate’

· Make 2 windows and label the blank lower one ‘Clickable SVG’

· File/ Export with suffix .session.xml

· File/ save

· Open new session file in text editor

· Paste external url tag snippet after the name of the second graph and replace XUL_FILENAME with modelname.xul (eg ellis_2006.xul)

· Save
Image and xul:

· Use the diagram library to reproduce image
· Under File/Document Set up change the values for subscript and superscript to 70%

· Click Object/ Expand Appearance
· Click on an element you want to be interactive

· Click on ‘layers’ in the right hand side bar

· Change <group> to the name of the element (it helps if the name matched the name given in the model) eg. Z or cytolsolic_calcium

· Change <path1111> to ‘name path1’ eg ‘Z path1’ or ‘cytolsolic_calcium path1’

· Repeat for each element that should be clickable

· Save as ai, svg and png

· Open SVG file using a text editor like smultron or Notepad++

· Paste the xul template at the top of the file, covering everything up to <svg version="1.1"……

· Fill in data about each clickable element including the title of the graph it should show on:

· 
CLICKABLE_ID:    {     id: "Ca_i",

· 



y: 'COMPONENT_NAME/VARIABLE',

· 



x: 'COMPONENT_NAME/VARIABLE',

· 



graph: 'NAME_OF_GRAPH_TO_DISPLAY_TRACE',

· 



colour: '#FF0000',

· 



linestyle: 'none'

· 


}
· Add </window> tag to end of document

· Save as name.xul

· Open session file and the xul image should appear in the lower window. Clickable elements will highlight if hovered over and display relevant graph traces when selected.
